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Parttime Bioinformatics Specialist

Applied Genomics offers a wide range of tailored bioinformatics solutions and pipelines management

to clinical labs and start-up companies in the fields of NGS DNA analysis and gene editing.

Duties and responsibilities:

 Ability to develop bioinformatics packages/pipelines, exhibiting good code design and development practice.

Analyze NGS data like RNA-Seq, Chip-Seq to generate reports, data summary and interpretation
Benchmark and validate bioinformatics tools and algorithms using public and in-house samples

Required qualifications:

Minimum B.S.c in Bioinformatics, Computational Biology or related field

Experience with NGS bioinformatics like RNA-Seq/single-cell RNA-seq

and common bioinformatics software (e.g. SAMtools, Bioconductor, GATK, IGV) - Must
Proficiency in Python and experience in R — Must

Experience running command-line programs in a Unix/Linux environment — Must

Excellent analytical, programming, and communication skills, and careful attention to details
Ability to work well independently and in a team environment with high-level of self-motivation

Working Conditions:

Work where you want: as long as you have great internet speeds, be wherever you want to be

Please send cv to :michal@appliedgenomics.net
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